Institute, France). Extending the genomic analysis to S. In all species, protein modification is a common mechaaureus suggests that a number of potential virulence nism for altering activity. Many response regulators bind factors may be regulated by this essential two-compoto DNA with higher affinity when phosphorylated, alnent regulatory system. It therefore may represent a though some use phosphorylation to drive dimerization or to relieve inhibition of the C-terminal effector domain.
ure 2). A CheB-GFP fusion is targeted via the N-terminal domain of CheB to the P2 domain of CheA (Satomi A simulation of chemotaxis in vivo was presented by Thomas Shimizu (Keio University, Japan). Previous Banno, Nagoya University, Japan). Similarly, CheZ-GFP is targeted to the clusters by binding to the truncated models based on kinetic parameters can reproduce many features of the attractant response but fail to ob-P1 domain of the short form of CheA (CheAs; Brian Cantwell, Texas A&M University where Gli349 is involved in attachment, while Gli521 Cytoplasmic Clustering is responsible for the stroke or force generation that Rhodobacter sphaeroides has three Che operons with achieves gliding speeds of 2-4.5 m/s. multiple homologs of the E. coli sensory proteins, most Organelle Biogenesis of which are required for chemotaxis .
Biogenesis of locomotive organelles, such as pili and The chemoreceptors are located in two clusters: polar flagella, is a challenging task. These structures are asclusters, as in E. coli, and cytoplasmic clusters that sembled from the inside out, so proteins have to be localize to a distinct region (Wadhams et al., 2002). Retransported over large distances from the site of synthemarkably, the cytoplasmic clusters have the appearance sis, particularly during assembly of the external filament, of organelles that are actively segregated upon cell diviwhich is several times the body length of the bacterium. sion. George Wadhams (University of Oxford, UK) preConstruction and function of locomotive organelles repsented evidence that each cluster is functionally distinct resent a substantial commitment of energy resources. and that a specific subset of chemotaxis proteins is Since motile species are generally endowed with the localized to each site. The polar complex was shown to capacity to direct their movement in beneficial direcbe composed of several proteins encoded by CheOptions, environmental cues regulate transcription in order eron2 (CheW2, CheW3, CheA2, and CheR2), whereas to turn off the synthesis of all these genes in optimal the cytoplasmic cluster contained many products of environments where the need for migration ceases. A CheOperon3 (CheW4, CheA3, and CheA4). 
